
dsh        MDADRGGGQETKVIYHIDDETTPYLVKIPIPSAQVTLRDFKLVLN-K  46
dvl1              MAETKIIYHMDEEETPYLVKLPVAPERVTLADFKNVLSNR  40

 DIX
   

dsh     QNNNYKYFFKSMDADFGVVKEEIADDSTILPCFNGRVVSWLVSADGTNQ- 95
dvl1    PVHAYKFFFKSMDQDFGVVKEEIFDDNAKLPCFNGRVVSWLVLAEGAHSD  90

DIX
dsh     -----SDNCSELPTS-------ECELGMGLTNRKLQQQQQQHQQ-QQQQQ 132
dvl1    AGSQGTDSHTDLPP--------PLERTGGIGDSRPPSFQSSRDG-----M 127

dsh     QQQHQQQQQQQQQQVQPVQLAQQQQQQVLHHQKMMGNPLLQPPPLTYQSA 182
dvl1    DNETGTESMVSHRRERARRRNR-DEAARTNGHPRGDR-RRDLGLPPDSAS 175

 *     *
dsh     SVLSSDLDSTSLFGTESELTLDR--DMTDYSSVQRLQVRKKPQRRKKRAP 230
dvl1    TVLSSELESSSFIDSDEEDNTSRLSSSTEQSNSSRLVRKHKCRRRKQRLR 225

     ST1     ST2       basic

      *
dsh     SMSRTSSYSSITDSTMSLNIITVSINMEAVNFLGISIVGQSNRGGNGGIY 280
dvl1    QTDRASSFSSITDSTMSLNIITVTLNMERHHFLGISIVGQSNDRGDGGIY 275

  ST4       ST4    PDZ

  *
dsh     VGSIMKGGAVALDGRIEPGDMILQVNDVNFENMTNDEAVRVLREVVQKPG 330
dvl1    IGSIMKGGAVAADGRIEPGDMLLQVNDVNFENMSNDDAVRVLREIVSQTG 325

PDZ
    8-12 8-79 8-68

                                P>L D>V G>D
dsh     PIKLVVAKCWDPNPKGYFTIPRTEPVRPIDPGAWVAHTQALT-------- 372
dvl1    PISLTVAKCWDPTPRSYFTIPRADPVRPIDPAAWLSHTAALTGALPRYGT 375

PDZ Pro-rich

dsh     -SHDSIIADIAEP-------IKERLDQN------NLEEIVKAMTKPDSGL 408
dvl1    SPCSSAITRTSSSSLTSSVPGAPQLEEAPLTVKSDMSAIVRVMQLPDSGL 425

     DEP

dsh     EIRDRMWLKITIPNAFIGADAVNWVLENVEDVQDRREARRIVSAMLRSNY 458
dvl1    EIRDRMWLKITIANAVIGADVVDWLYTHVEGFKERREARKYASSMLKHGF 475

DEP

dsh     IKHTVNKLTFSEQCYYVVNEERNPNLLGRGHLHPHQLPHGHGGHALSHAD 508
dvl1    LRHTVNKITFSEQCYYVFGDLCS-------NLASLNLN--SGSSGASDQD 516

DEP

dsh     TESITS--DIGPLPNPPIYMPYSATYNPSHGYQPIQYGIAERHISSGSSS 556
dvl1    TLAPLPH-PSVPWPLGQGYPYQYPGPPPCFP--PAYQDPG-FSCGSGSAG 562

dsh     SD-VLTSKDISASQS--DITSVIHQANQLTIAAHG--SNKSSGSSN---- 597
dvl1    SQQSEGSKSSGSTRS---SHRTPGREERRATGAGG-SGSESDHTVP---- 604

dsh     RGGGGGGG---GGGNNTND------------------------------- 613
dvl1    SGSGSTGWWERPVSQLSRG-------SSPRSQ-----ASAVAPGLPPLH- 641

dsh     -----------------------------------QD------------- 615
dvl1    -PLTKAYAVVG------G-PPGGPPVRELAAVPPELTGSRQSFQKAMGNP 683

dsh     VSVFNYVL 623
dvl1    CEFFVDIM 691

8-65 8-9
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