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Sequence APOA2 in 72 people 

Look at patterns of polymorphisms 

 

 

 

 

 



Find polymorphisms at these positions. 

Reference sequence is listed. 



Sequence of the first chromosome.   

Circle is same as reference. 
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2818 
C 

2818 
T 

3027 
T 

X11 X21 # 3027 T 
alleles 

3027 
C 

X12 x22 #3027 C 
alleles 

# 2818 C 
Allele 

# 2818 T  
allele 

Fill out this table.   
X11 is number of times that haplotype is seen.   



2818 
C 

2818 
T 

3027 
T 

125/146 2/146 127/146  T 
alleles 

3027 
C 

9/146 10/146 19/146  C 
alleles 

134/146  C 
Allele 

12/146  T  
allele 



2818 
C 

2818 
T 

3027 
T 

.86 .013  .87  T alleles 

3027 
C 

.061 .068 .13  C 
alleles 

.92 C 
Allele 

.08 T  
allele 

Convert to fractions 
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Calculate DAB 

DAB = PAB – PAPB 

 = .86 – (.87)(.92) 
 = .86 - /80 
 = .06 
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Calculate D’ 
If DAB > 0 

D’  = DAB / min(PAPb, PaPB) 
  
 = .06 /  min[(.87 * .08), (.13 * .92)] 
 
 = .06 / min (.069 , .12) 
 
 = .06 / .069    =  .87 
 

If DAB < 0 
 
       D’ = DAB  / min (PAPB, PaPb) 
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Calculate R 

R  =   DAB  /  SQR (PAPaPBPb) 
 
 =  .06  / SQR (.87 * .13 * .92 * .08) 
 
 =  .06  /  SQR (7.2 x 10-3) 
 
 = .06 / .085  =  .706 
 
R2  =  .497 
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